CURRICULUM VITA

DONALD GEMAN
Professor, Department of
Applied Mathematics and Statistics
The Johns Hopkins University
302A Clark Hall
Baltimore, Maryland 21218
geman@jhu.edu
410-516-7678

Affiliations

Institute for Computational Medicine, JHU
Center for Imaging Science, JHU
Ecole Normale Superieure, Cachan, France

Research Areas

Computational Vision
Scene interpretation
Selective attention
Turing tests for vision
Computational Medicine
Tumorigenesis
Modeling cell signaling
Predicting disease phenotypes
Statistical Learning
Small-sample learning
Hierarchical testing designs

Education

Columbia University, New York, NY, 1961-1963
University of Illinois, Urbana, IL, 1963-1965
B.A. in English Literature
Northwestern University, Evanston, 1L, 1966-1970
Ph.D. in Mathematics

Employment

Johns Hopkins University, Department of Applied Mathematics and Statistics
Professor, 2001-present

University of Massachusetts, Department of Mathematics and Statistics
Assistant and Associate Professor, 1970-1980
Professor and Distinguished Professor, 1981-2001

Visiting Positions

Department of Statistics, University of North Carolina, 1976-1977 ; Division of Applied Mathematics, Brown


http://cis.jhu.edu/�
http://www.ens.fr/index_en.php�

University, 1991-1992 ; ETH, Zurich, 1993 ; INRIA, Paris, France, periodic visits, 1990-present ; Department
of Applied Mathematics, Ecole Polytechnique, Palaiseau, France, Fall, 1997-99 ; Department of Statistics,
University of Chicago, Spring, 2000 ; Centre de Mathematiques et Leurs Applications, ENS-Cachan, France,
Spring, 2001-2013.

Honors

Member, National Academy of Sciences

Fellow, Society for Industrial and Applied Mathematics (SIAM)
Fellow, Institute of Mathematical Statistics (IMS)

Plenary or Keynote Speaker: ICIP, Lausanne, Switzerland, 1996; Annual NESS Meeting, Univ.of Connecticut,
1999; Annual French Statistical Society Meeting, Nantes, France, 2001; Biannual EMMCVPR, Sophia
Antipolis, France, 2001; MAA Meeting, Baltimore, MD, 2003; ACIVS, Brussels, Belgium, 2004; Snowbird
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D. Geman, and S. Geman. Video Field Labeling. US 6,624,844, 2003; C. Yang, K. Manbeck, S. Geman, D.
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e Geman, D. (1979). "Dispersion points for linear sets and approximate moduli for some stochastic
processes.” Trans. Amer. Math. Soc. 253: 257-272.
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